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Education

Ph.D., Computer Science, 1976, Michigan State University, specialization

in Pattern Recognition and Formal Language Theory. thesis: Discriminant
Grammars For Pattern Classification

M.S., Computer Science, Michigan State University, 1971

B.S., Mathematics, 1970, Michigan State University, “with high honor”, Phi
Beta Kappa.

Employment

Other

August 2001-Present: Faculty Research Associate, Department of Biology
and Biodesign Institute Center for Evolutionary Functional Genomics,
Arizona State University.

1986-1993 and 1996-2001: Member of the Technical Staff, GTX
Corporation, Phoenix, Arizona; also intermittent Faculty Associate in the
ASU Mathematics Department during the period 1986-1993, teaching
discrete mathematics.

1993-1996: Senior Analyst, ReGenisys Corporation, Scottsdale, AZ.
1981-1985: Principal Staff Engineer, Motorola Microsystems, Tempe, AZ..
1980-1981: Software Engineering Specialist, E-Systems, Garland, TX.
1974-1980: Assistant Professor of Mathematics, Central Michigan
University (1974-1977), and Visiting Assistant Professor, Arizona State
University (1977-1980).

1969-1974: Fortran Programmer, Michigan State Housing Development
Authority. Economic feasibility models, market models; Research
Assistant, Michigan State University Department of Computer Science;
and Programmer, Computer Institute for Social Science Research, East
Lansing, Michigan.

1993 — 1994 President, Southwest & Rocky Mountain Division, AAAS
1995 — 2006 Member, Arizona/Nevada Academy of Sciences



1987 1991 Conducted tutorials in software development at annual
Computer Language Software Development Seminars.

1977 — 2008 Speaker at many science & engineering conferences, including
Genetics 2000, the 1995 Desert Fishes Council, the 1989 Conference on
Computer Vision and Pattern Recognition, the 1985 IEEE Conference on
Systems, Man, and Cybernetics, the 1985 ACM Symposium on Small
Systems, the 1991 and 1992 Golden West Conferences on Intelligent
Systems, the 1981 IEEE International Conference on Cybernetics and
Society, the 1977 IEEE Workshop on Picture Data Definition and
Management, and Summer 1984 and Winter 1985 USENIX Conferences.
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